
coelacanth Latimeria:1-55785

Alignment 1
amphioxus
amphioxus (+)
161-124399
Criteria: 70%, 100 bp
Regions: 5

Alignment 2
human
Human_HoxB_cluster (+)
1-54749
Criteria: 70%, 100 bp
Regions: 32

X-axis: coelacanth
Resolution: 31
Window size: 100 bp
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